Unt i 1 1 ed 

Title: US- 10- 574-297-34 

PQf f QQ-[ SCOTG' 5178 

Sequence: 1 IWLDFFFiCCPSSLa PRSAW AAGDRI Nl PV\6FHAG/RYSF 1 0 1 0 

Scori ng tabi e: BL0SUI\/B2 

C^pop 10. 0 , C^pext 0. 5 

Searched: 3405708 seqs, 601879884 resi dues 

Total nunber of hits satisfying chosen paranneters: 3405708 

M ni nrum DB seq I engt h: 0 

l\/bxi num DB seq I ength: 2000000000 

Post-processi ng: M ni mjm IVbt ch 0% 

IVbxi luirn IVbt ch 100% 

Li St i ng f i r st 45 sumrHr i es 



RESULT 2 
ABU22871 

ID ABU22871 standard; protein; 998 AA. 
XX 

AC ABU22871 ; 

DT 19-JUN-2003 (f i r St entry) 
XX 

DE Protein encoded by Prokaryotic essential gene #8398. 
XX 

KW Ant i sense; prokaryotic essential gene; cell proliferation; drug design. 

CS Bordet el I a pert ussi s. 

PN WC200277183- A2. 

PD 03- OCT- 2002. 

PF 21-M^R-2002; 2002W> US0091 07. 

PR 21-M^R-2001; 2001 US- 0081 5242. 

PR 06- SEP- 2001; 2001 US- 00948993. 

PR 25- OCT- 2001; 2001 US- 0342923 P. 

PR 08- FEB- 2002; 2002US- 00072851 . 

PR 06-M^R-2002; 2002US- 0362699P. 

PA ( ELI T- ) ELI TRA PHARM I NO. 

PI V\6ng L, Zanxidi o C, m one C, Hasel beck R, Chl sen KL, Zyski nd JVy 

PI V\6I I D, TravMck JD, Car r GJ, Yamamot o R, Forsyth RA, Xu HH; 
XX 

DR V\PI ; 2003- 029926/ 02. 

DR N-PSDB; ACA26741 . 
XX 

PT New ant i sense nucleic acids, useful for identifying proteins or screening 

PT for hoHDl ogous nucleic acids required for cellular proliferation to 

PT isolate candidate hdI ecul es for rational drug discovery programs. 

PS 0 ai m 25; SEQ I D NO 50795; 1766pp; English. 
XX 

CC The invention relates to an isolated nucleic acid conrprising any one of 

CC the 6213 ant i sense sequences given i n t he specification where expression 

CC of t he nuci ei c aci d i nhi bi t s pr ol i f er at i on of a eel I . AI so i ncl uded ar e: 
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CC (1) a vector conprising a prorroter operably linked to the nucleic acid 

CC encoding a polypeptide whose expression is inhibited by the ant i sense 

CC nuci ei c aci d; ( 2) a host eel I cont al ni ng t he vect or ; (3) an i sol at ed 

CC polypeptide or its fragn^nt whose expression is inhibited by the 

CC ant i sense nucleic acid; (4) an antibody capable of specifically binding 

CC the pol ypept i de; ( 5) producing the polypeptide; (6) inhibiting cellular 

CC proliferation or the activity of a gene in an operon required for 

CC proliferation; (7) identifying a corrpound that influences the activity of 

CC the gene product or that has an activity against a biological pathway 

CC required for proliferation, or that inhibits cellular proliferation; (8) 

CC identifying a gene required for cellular proliferation or the biological 

CC pathway i n whi ch a pr ol i f er at i on- r equi r ed gene or its gene product lies 

CC or a gene on which the test conrpound that inhibits proliferation of an 

CC or gani sm act s; (9) nnanuf act ur i ng an antibiotic; (10) profiling a 

CC conpound' s activity; (11) a culture corrprising strains in which the gene 

CC product is over expr essed or under expr essed; (12) deter rrining the extent 

CC t 0 whi ch each of t he st r ai ns is pr esent in a culture or col I ect i on of 

CC strains; or (13) identifying the target of a corrpound that inhibits the 

CC proliferation of an organism The ant i sense nucleic acids are useful for 

CC identifying proteins or screening for honx)l ogous nucleic acids required 

CC for cellular proliferation to isolate candidate hdI ecul es for rational 

CC drug discovery programs, or for screening homologous nucleic acids 

CC required for proliferation in cells other than S. aureus, S. typhi mjri urn 

CC K. pneumoniae or P. aeruginosa. The present sequence is encoded by one of 

CC the target prokaryotic essential genes. Note: The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

OC in electronic f or nHt directly f r om W PO at 

CC f t p. wi po. i nt / pub/ publ i shed_pct _sequences 

SQ Sequence 998 AA; 

Query ^/btch 98.7% Score 5109; DB 6; Length 998; 

Best Local Si Hilarity 99.9% Pred. No. 3.3e-295; 

l\/btches 997; Conservative 1; Msmatches 0; I ndel s 0; (^ps 0; 



0/ 


13 


LQ PFSA\ARL HAL AAAL AL AGI\AFIL APAAACAPGPPVAG^PHACDAQQEGEFDHRDNTL 1 


72 


Db 


1 


:| 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
m PFiSAVe. HAL AAAL AL AGM^FIL APAAACAPCPPVAG^PHACDAQQEGEFDHFIDNn-L 1 


60 


0/ 


73 


AVFDDGVGI NLDDDPDELGETAPPTLKDI HI SVEHKNPIVBKPAI GVRVSGAGRALTLAGS 


132 


Db 


61 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AVFDDGVGI NLDDDPDELGETAPPTLKDI HI SVEHKNPIVBKPAI GVRVSGAGFiALTLAGS 


120 


0/ 


133 


Tl DATEG3I PAWF!FiQ3rLELDG\m/AG3EQVEPMrVSDAGSF!LSVFm/LG3EAPGVa 


192 


Db 


121 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
Tl DATEQ3I PAWFIFiQ3rLELDG\m/AG3EGVEPMrVSDAGSFiLSVFiG3VLQGEAPGVa 


180 


0/ 


193 


VRAAQ33Cy\SI 1 DATLQSI LGPALI ADG3SI SVAG3SI Or^CiMSPGFPPPPPPLPG^PLAA 


252 


Db 


181 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

VRAAQ333^SI 1 DATLQSI LGPALI ADGGSI SVAG3SI D^/DM3PGFPPPPPPLPG^PLAA 


240 


0/ 


253 


HPPL DRVAAVHAGQDGKVTL REVAL RAHGPQ^TGVYAYri/PGSEI TLQ33rVSVQ3DDG^G 


312 


Db 


241 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
HPPL DRVAAVHAGQDa<\^L REVAL RAHGPQ^TGVYAY^/PGSEI TLQ3^^VSVQ3DDG^G 


300 


0/ 


313 


WAG^GL L DAL PPQGTVRL DGTTVSTDGWTDAVL VRGDAARAEWNTVL RTAKSL AAGV 


372 


Db 


301 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
WAG^Q- L DAL PPG3TVRL DGTTVSTDGWTDAVL VRGDAARAEW^VL RTAKSL AAGV 


360 


0/ 


373 


SAQHG3RVTLRarRI ETAG^G^EQ SVLGFEPQSGSGPASVDM333SI TTTGNRAAGI AL 


432 


Db 


361 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
SAQHGGRVTLROrRI ETAG^G^EQ SVLGFEPQSGSGPASVDM333SI TTTGNRAAQ AL 


420 
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CV 433 THGSARLEGVAVRAEGSGSSAAaANGTLWSAGSLASACSGM SV^DTPLKL^/PG^LAS 492 

Db 421 SWDTPLKLlpGaLAS 480 

CV 493 STVSVRLTDGMAQ3GNG\/FLQQHSTI PVAVALESGfliLARGDI VADGNKPLDAGI SLSVA 552 

Db 481 

cv 553 SG'\AV\HG^TCVLCSATLGKG3rV«A/NADSFWaDI\/BI\m3RVEFQ^^ 612 

Db 541 SyV\WHy\Ta^L(ikTLa<Qy^^ 600 

CV 613 DGNGVFVLNrrNVAAGGNDaRVrGRADGQHFWLVF^QGEADSF^RLGLVI-n"CB3G^ 672 

cv 673 FRLAIWGKAVDLGTWYSLAEDPKTIHVV^LCIFIAGCALSG^WJAAVNAADLSSI ALAESNA 732 

Db 661 FRlklwIiivDLGrlARYSLkEDPKrh^ ALAESNk 720 

CV 733 LDKRLGELRLRADAGGPWVRTFSERCa SNRHARAYDQTVSGLEI GLDRG\A6ASG3RWA 792 

Db 721 LDKRLGELRLpiDkQGplAkRrFSEra SNRHkLkYDOrVSO-EI aDRGAsksQGFwk 780 

CV 793 Q3_Lm"YADRrYPGDQ33KVKaHVQGf/AAYVGDQGiYYLDTVLRLGRYDCO/NI AGTDG 852 

CV 853 GR\n-ADYRTSG^V\6LEQ3RFFELPNDW^AEPCy\EVIVLWTrSGKRYRASNaRVKVDAI\rr 912 

841 mmmi4Ly3y^yLtLbi^kk™wrmy4L^umv 900 

CV 913 ATLGRLaRFGRRI ALAQGNI VQPYARLQArQEFKSTGDVRTNQ GHAG^GRHGRVELG^ 972 

901 wM}im mi iiWAiiyi^tm^ mmkiy^ oeo 

CV 973 GVDAALOKQHNLYASYEYAAGDRI Nl PV«FHAGYRYSF 1010 

I I I I I I I I I I I I I I I I I I I I MM I I I I I I I I I I I 1 I I 
Db 961 O/DAALGKGHNLYASYEYAAGDRI Nl PV\6FHAGYRYSF 998 
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